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Human PRK2 sequence information: 



LOCUS 

DEFINITION 

ACCESSION 

PID 

DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

gene 



1000125 

PRK2 

1000125 

gl00012S 

GENBANK: 



04 -FE3-1999 



locus HSU330S2, accession U33052 



human . 

Homo sapiens 

Eukaryotae; mitochondrial eukaryotes ; Metazoa; Chordata; 
Vertebrata; Eutheria; Primates; Catarrhmi; Hominidae ; Homo. 
1 (residues 1 to 984) 

Palmer, R.H., Ridden, J. and Parker, P. J- 

Identi f ication of multiple, novel, protein kinase C-related 



JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



356 { 1) , 5-8 (1994) 



products 
FEBS Lett. 
95080426 

2 (residues 1 to 984) 

Palmer, R.H., Ridden, J. and Parker, P.J. 

Cloning and expression pacterns of two members of a novel 
protein- kinase- C- related kinase family 
Eur- J- Biochem. 227 (1-2), 344-351 (1995) 
95154310 

3 (residues 1 to 984) 
Palmer, R - H . 
Direct Submission 
Submitted ( 02 -AUG- 1995 ) Ruth H 

Phosphorylation , 

ICRF, 44 Lincoln's Inn Fields, 
COMMENT Method: conceptual translation 

FEATURES 

source 



Palmer, Protein 



London, WC2A 3 PX , UK 



(B-cell 



Protein 



CDS 



Locat lon/Qual if lers 
1 . . 984 

/organism^ "Homo sapiens" 
/db_xref = " taxon : 96 06 " 

/clone_lib= ,l cDNA library from human DX3 cell line 

lineage) " 
1 . . 984 

/product = " PRK2 " 
1 . . 984 

/note- " lipid- act ivated , protein kinase C-related, 
serine/ threonine protein kinase" 



/coded_by="U3 3 05 2 .10. .2 964 

ORIGIN 

1 masnpergei lltelqgdsr slpfsenvsa vqkldfsdtm vqqklddikd rikreirkel 
61 kikegaenlt kvttdkksla yvdnilkksn kkleelhhkl qelnahiws dpeditdcpr 
121 tpdcpnndpr cstsnnrlka lqkqldielk vkqgaenmiq mysngsskdr klhgtaqqll 
181 qdsktkievi rmqilqavqn nelafdnakp visplelrme elrhhfrief avaegaknvm 
24 1 kllgsgkvtd rkalseaqar fnessqklcl ikysleqrln evpknnoksr meelslva 
301 aspclsprqs mistqnqyst lskpaaltgc levrlmgcqd Ucnvpgrsk atsvalpgws 
361 psecrssfms rtsksksgss rnllktddls ndvcavlkld ntvvgqtswk pisnqswdqk 
421 ftleldrsre leisvywrdw rslcavkflr ledfldnqrh gmclylepqg tlfaevtffn 
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481 pvxerrpklq rqkkifskqq gkt f 1 rapqm nimaLwgrl vrraipCvnh sgcf spqapv 

54 1 pttvpwdvr lpqlappasd stvtkldfdl epepppappr asslgeides selrvldipg 

601 qdsetvfdiq ndrnsilpks qseykpdtpq sgleysgiqe ledrrsqqrf cfnlqdfrcc 

661 avigrghtgk vllaeyKncn emtaikalkk gdivardevd slmceknfe tvnsvrhpf J 

721 vnltacfqtk ehvcfvmeya aggdlmmhih tdvfseprav fyaacwlgl qylhehkivy 

781 rdlkldnlll dtegCvkiad fglckegmgy gdrtstfcgt pef lapevlt ecsytravdw 

841 wglgvliyem lvgespfpgd deeevfdsiv ndevryprfl steaisimrr ilrrnperrl 

901 gasekdaedv kkhpffrlid wsalmdkkvk ppf lptirgr edvsnfddef rseapiltpp 

961 reprnseee qemfrdfdyi adwc 



Fig 1 1 (page 2 of 2) 



16/22 
SUBSTITUTE SHEET (RUL£ 26) 



WO 00/56864 



#9/937 00 9 

PCT/G B00/0 1004 



(A) 

ZD 

a: 



<d 

c 
o 

Ql 
t/> 

CD 
u. 

<D 

CO 

00 

>» 

CO 
CD 

CO 



(B) 

ZD 

a: 



(0 
C 

o 
cn 

<D 

to 

C/) 

CO 
CD 

CO 



HisPDKI binding to GST-PIF 
60 




0.01 0.1 1 

[PDK1] / nM 
HisPDKI binding to PIF region B peptide 
500 



10 




0.01 



0.1 



10 



[PDK1] / ^iM 



Fig 12 (page 1 of 2) 

17/22 
SUBSTITUTE SHEET (RULE 26) 



#9/937009 

WO 00/56864 PCT/GBOO/01004 




18/22 

SUBSTITUTE SHEET (RULE 26) 



#9/937009 

WO 00/56864 PCT/GBOO/01004 



CD 
T3 

Q> 

en 
c 



CL; 



1 + 

+ + 

+ + 

+ + 
+ 111 




1 + 

+ + 

+ + 
+ 111 


1 

I 



CL 
■ 

(f) 
O 



CO co* 



CO 



CO 

c _ 

-a -a 
■*-» 

Q. CL 

■ t 

Q CO 



< 

en 



o 



■ 

CD 

O 



o 

X2 
CO 

a> 
■ 

o 
x: 
a. 

O) 

o 




O 



IUCI3 £ .01X 



3JIJJIUO)03« % 



CO 



OX) 




DQ 



UIClO £-0l X 



19/22 

SUBSTITUTE SHEET (RULE 26) 



WO 00/56864 



#9/037009 



PCT/GBOO/01004 



Fig 14 

Human PRK1 sequence information: 



LOCUS 2136028 942 aa 0 2 -JUL,- 19 96 

DEFINITION protein kinase PRK1 - human. 

ACCESSION 2136028 

PID g2136028 

DBSOURCE PIR: locus 153327 

summary, ^length 942 ^molecular- weight 103989 ^checksum 8328. 

PIR dates: 02-Jul-l996 ttsequence_revision 02-Jul-1996 

#text_change 

02-Jul-1996. 

KEYWORDS 

SOURCE human . 

ORGANISM Homo sapiens 

Eukaryotae,- mitochondrial eukaryotres; Metazoa; Chorda ta; 
vertebrata; Mammalia, Eutheria; Primates; Catarrhmi; 
Hommidae ; Homo . 

REFERENCE 1 (residues 1 to 942) 

AUTHORS Palmer, R. H., Ridden, J. and Parker, P. J. 

TITLE Cloning and expression patterns of two members of a novel 

protein-kinase-C-related kinase family 
JOURNAL Eur. J Biochem. 227 (1-2), 344-351 (1995) 
MEDLINE 95154310 
FEATURES Location/Qualifiers 
source 1 . .94 2 

/organism="Hotno sapiens" 
/db_xref=" taxon : 9606 " 
Protein 1 . .942 

/ product = "protein kinase PRK1 " 

ORIGIN 

1 masdavqsep rswslleqlg lagadlaapg vqqqlelere rlrreirkel lkegaenlr 
61 rattdlgrsl gpvelllrgs srrldllhqq Iqelhahwl pdpaathdgp qspgaggptc 
121 satnlsrvag lekqlaielk vkqgaenmiq tysngstkdr kllltaqqml qdsktkidn 
181 rmqlrralqa dqlenqaapd dtqgspdlga velrieelrh hfrvehavae gaknvlrlls 
24 1 aakapdrkav seaqekltes nqklgllrea lerrlgelpa dhpkgrllre elaaassaaf 
301 strlagpfpa thystlckpa pltgtlevrv vgcrdlpeti pwnptpsmgg pgtpdsrppf 
36 1 lsrparglys rsgslsgrss lkaeaentse vstvlkldnt wgqtswkpc gpnawdqsft 
421 lelerarele lavfwrdqrg lcalkflkle dfldnerhev qldmepqgcl vaevtfrnpv 
481 leriprlrrq kkifskqqgk afqrarqmni dvatwvrllr rlipnatgtg tfspgaspgs 
54 1 earttgdisv eklnlgtdsd sspqkssrdp psspsslssp iqestapelp secqetpgpa 
601 lcsplrkspl tledfkflav lgrghfgkvl lsefrpsgel faikalkkgd lvardevesl 
661 mcekrilaav tsaghpflvn lfgcfqtpeh vcfvmeysag gdlmlhihsd vfsepraify 
721 sacwlglqf lhehkivyrd Ikldnllldt egyvkiadfg lckegmgygd rtstfcgtpe 
781 flapevltdt sytravdwwg Igvllyemlv gespfpgdde eevfdsivnd evryprflsa 
841 eaigimrrll rrnperrlgs serdaedvkk qpffrtlgwe allarrlppp fvptlsgrtd 
901 vsnfdeeftg eaptlspprd arpltaaeqa afldfdfvag gc 
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Human PKC zeta sequence information: 



ACCESSION 
PID 

DBSOURCE 



LOCUS 478322 592 aa 28-FEB-1997 

DEFINITION protein kinase C {EC 2.7.1.-) zeta - human. 
478322 
g478322 

PIR: locus JN0877 

summary: tflength 592 ftmolecular- weight 67731 ^checksum 87. 
genet::LC ; fcgene GDB : PRKCZ # Ucross - references GDB : 12 804 0 . 
superfamily: protein kinase C zeta; protein kinase C zinc- 

binding 

repeat homology; protein kinase homology. 
PIR dates: 03-May-1994 «sequence_revision 03-May-1994 
t*text__change 28 -Feb- 1997 . 

KEYWORDS ATP; phorbol ester receptor; phosphotransferase; 

serine/ threonine- speci I ic protein kinase; zinc. 
SOURCE human . 

ORGANISM Homo sapiens 

Eukaryotae,- mitochondrial eukaryotes; Metazoa; Chordata; 
vertebrata; Mammalia; Eutheria; Primates; Catarrhini , 
Homo . 

1 (residues 1 to 592) 

Kochs , G . , Hummel , R - , Meye r , D . , Hug , H . , Ma rme , D . and 



Hominidae 
REFERENCE 

AUTHORS 
Sarre,T F 

TITLE 



Activation and substrate specificity of the human protein 
kinase C alpha and zeta isoenzymes 

JOURNAL Eur. J- Biochem. 216 (2), 597-606 (1993) 
MEDLINE 93387312 

REFERENCE 2 (residues 1 to 592) 

Barbee, J.L. , Deutscher , S . L . , Loomis ( C.R. and Burns, D.J. 
The cDNA sequence encoding human protein kinase C-zeta 
Gene 132 (2), 305-306 (1993) 
9404 0779 

3 (residues 1 to 592) 
Hug , H . 

Direct Submission 

Submitted (??- SEP- 1992 ) to the EMBL Data Library 
Locat ion/Qual l f lers 
1 . .592 

/organi sm= "Homo sapiens" 
/db_xref = " taxon : 9606 " 
1 . .592 

/product = "protem kinase C zeta" 
/EC_number="2 .7.1.-" 
131 . . 180 

/note= "protein kinase C zinc-binding repeat homology 
8 label KZ1 " 
/region__name= " domain" 
250 . ,518 

/note- "protein kinase homology ttlabel KIN" 
/ r eg ion_name = " doma in" 
258 . . 266 

/note- "protein kinase ATP- binding motif" 
/ region_name= " reg ion " 
281 

/note= " Lys " 



AUTHORS 
TITLE 
JOURNAL 
MEDLINE 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



Protein 



Region 



Reg ion 



Rea ion 
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/sic e_L ype= "acc lve " 

ORIGIN 

1 mpsrtdpktne gsggrvrlka hyggdilins vdaaccf eel ceevrdmcrl hqqhpltlkw 

61 vasegdpccv ssqmeleeaf rlarqcrdeg lnhvfpstp eqpglpcpge dksiyrrgar 

121 rwrxlyrang hlfqakrfnr raycgqcser lwglarqgyr cinckllvhk rchglvpltc 

181 rkhmdsvmps qeppvddkne dadlpseetd giayisssrk hdsikddsed Ikpvidgmdg 

241 lkisqglglq dfdlirvigr gtyakvllvr lkkndqiyam kwkkelvhd dedidwvqte 

301 khvfcqassn pflvglhscf qtcsrlflvi eyvnggdlmf hmqrqrklpe eharfyaaei 

361 cialnflher giiyrdlkld nvlldadghi kltdygmcke glgpgdttst fcgtpnyiap 

4 21 eilrgeeygf svdwwalgvl mf emmagrsp fdntdnpdm ntedylfqvi lekpiriprf 

4 81 lsvkashvlk gflnkdpker Igcrpqtgfs dikshaffrs idwdllekkq alppfqpqit 

541 ddygldnfdt qftsepvqlt pddedaikri dqsefegfey inplllstee sv 
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